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<170> FastSEQ for Windows Version 4.0 

< 2 10 > i 
<21l> 5 0 

< 2 1 2 > DNA 

<213> staphylococcus epidermis 
<400> 1 

catgaaccat gtcaggtcct gacggaagca gcatLaagLg gatcctcata 

<210> 2 
<211> 26 
<212> DNA 
<213> unknown 

<220> 

<223> staphylococcus 

< 4 0 0 > 2 

acatgtcagg tcctgacgga agcagc 

<210> 3 
<211> 50 
<212> DNA 

<213> staphylococcus aureus 
<400> 3 

catgaaccat gtcaggtcct gacggaagca gcattaagtg gatcatcata 



•;2 1C > 4 

<: 2 1 1 * 4 9 

<:212 > DNA 

< 2 1 3 > unknown 

< 2 2 0 .» 

<22 3.> staphylc coccus 
<4 00 ■ 4 

catgaaccat gtcaggtcct gacggaagca gcattaagtg gatctca 

< 2 1 0 > 5 

< J 1 i ■ 4 6 
<212- DNA 

<213> streptococcus pyogenes 
<400> 5 

cttgtgcgtg aagtgggtca ggggaggaat ccagcagccc taagcc 

< 2 1 0 : 6 
<211> 46 

< 2 1 2 - DNA 

<213> streptococcus pneumoniae 
c 4 0 0 , ' 6 

gttctgcgtg aagcgggtca ggggaggaat ccagcagccc taagcg 

<210> ^ 
<211> 2 6 

l^imM. 

< 2 1 3 > unknown 
<220> 

< 2 2 3 > streptococcus 
<400> 7 

atgggtcagg ggaggaatcc agcagc 

<210> 8 
<21I> 4 6 
<212> DNA 

<213> streptococcus equi 

< 4 0 0 > 8 

cttgtgcgtg aagtgggtca ggggaggaat ccagcagcca taagcg 

<210> 9 
<211> 46 
<2 12 > DNA 

<213> strept rococcus mutans 
<400> 9 

gctttgcgtg aagcgggtca ggggaggaat ccagcagccc taagcg 



<210> 10 
<2U> 4 1 
<2 12> CNA 
<213> unknown 

< 2 2 0 > 

<223> streptococcus 
<400> 10 

ttgcgtgaag gggtcagggg aggaatccag cagcctaagc g 4 1 

<210> 11 
<212> DNA 

<213> Klebsiella pneumoniae 
<400> 11 

cgcaacgcta ctctgtttac caggtcaggt ccggaaggaa gcagccagag cagacgacgt 60 
gtgt 64 

<210> 12 
<;: 1 : > 64 

<212> DNA 

<2 1 :"•■.> unknown 

< 2 2 (J > 

< 2 2 : styph i. rr ( j r W 
<4 00> 1 2 

cgcaacgcta ctctgtttac caggtcaggt ccggaaggaa gcagccaagg cagatgacgc 60 
gtgt. 64 

<210> 13 
<211> 64 
<212> DNA 

<213> escherichia coli 
<400> 13 

cgcaacgcta ctctgtttac caggtcaggt ccggaaggaa gcagccaagg cagatgacgc 60 
gtgt 64 

<210> 14 
<211> 2 6 
<212> DNA 

< 2 1 3 > escherichia coli 
<400> 14 

acaggtcagg tccggaagga agcagc 26 

<210> 15 
<211> 64 
<212> DNA 

<213> pseudomonas aeruginosa 



<400> 15 

cgcaacgatt acccgtcaac ctggtcaggt ccggaaggaa gcagccacag cgggaacatc 60 
gtgt 64 



< 2 1 0 > 16 
<2 11 .> 64 
<212> SNA 

< 2 1 3 . ■ bacillus cere ii3 
< 4 0 0 : ■ 16 

cgcaacggga cc:gtgaacc ttgtcaggtc cggaaggaag cagcaataag cggtcctctc 60 
gtgt 64 

< 2 1 0 :■• 1 ^ 
<211> 4 4 
<212;^ DUA 



<220> 

<223> oligonucleotide probe 
<4 00> 17 

cgcaacgcgt accggtcagg tccggaagga 

<210> 18 
<211> 2 0 
<212> DUA 

< 2 1 3 > Art i f i c i a 1 Sequence 
<220> 

<223> oligonucleotide probe 

< 4 0 0 > ib 

aggcccggga acgtattcac 

<210> 19 
<211> 22 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide probe 
<400> 19 

cttccgtcta ctgcgcacac gg 

<210> 20 
<211> 41 

< 2 1 2 > UNA 

< 2 1 3 > Artificial Sequence 
<220> 

<223> oligonucleotide probe 
<400> 20 

tccgggccct tgcataagtg agtccaggcc 



ageagcageq gtgt 44 



2 0 



22 



ttccttcgtc g 41 



